F+ coliphage strains were amplified using primers as previously described (38) . Either DNA or 147 RNA coliphages were heat-released and diluted 1:50. The released nucleic acid was amplified using 148 either PCR or RT-PCR assays as described in a previous study (38 Korea. In most fecal sources, somatic coliphages occurred with a high incidence (86-100%). However, 176 the prevalence of somatic coliphages in cow feces was lower than in other fecal sources (58%). In the 177 fecal samples from a pig septic tank and from chickens, the concentrations of somatic coliphages 178 ranged from 380 to 13,700 plaque-forming units (PFU)/g (median density of 680 PFU/g) and from 3 179 to 10,000 PFU/g (median density of 1,450 PFU/g), respectively. On the other hand, the concentrations 180 of somatic coliphages in cow feces ranged from 1 to 25 PFU/g (median density of 11 PFU/g).
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The prevalence of F+ coliphages was lower than that of somatic coliphages ( coliphage significance test observations might best be illustrated using PCA (Fig. 2 A) . When a 251 scatter plot of the first two principal components (PCs) was analyzed, both PC1 and PC2 explained 252 the major variation in the data (50.9 and 24.2%, respectively). PC2 clearly separated all fecal sources 253 from human source isolates (Fig. 2 A) . However, all fecal samples from animal or human sources 254 were not clearly separated using PCA analysis of F+ DNA coliphages (Fig. 2 B 
